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[ Abstract] Objective: To analyze the expression and clinical significance of the collagen type 1 alpha2 (COLIA2) gene in gastric
cancer by mining the Oncomine database. Methods: The expression of COLIA2 in gastric cancer tissue was collected from Oncomine
and meta analysis was done. Survival analysis was performed using Kaplan Meier-Plotter. Expression and prognosis of COLIA2 in gas-
tric cancer patients were verified using the UALCAN online database based on the TCGA dataset. Results: A total of 348 types of stud-
ies were collected in Oncomine, of which 102 achieved statistical significance in COLIA2 expression. Nine studies showed that COLIA2
was differently expressed in gastric cancer and normal tissues, respectively. In total, 478 samples were included . Meta analysis found
that COLIA2 was highly expressed in gastric cancer tissue compared with normal tissue (P <0.001). Survival analysis showed that the
expression of COLIA2 was correlated with the overall survival of patients with gastric cancer. The overall survival of patients with high
expression of COLIA2 was poorer (P <0.001). Subgroup analysis found that patients with intestinal type gastric cancer with high ex-
pression of COLIA2 had shorter overall survival (P <0.001 ). TCGA validation showed that the expression of COLIA2 in gastric canc-

er tissue was associated with prognosis. Conclusion: The
(Wi EH] 2019-02-18 (fEEIBH] 2019-04-24 expression of COLIA2 in gastric cancer is high, and its expression
[EREE] S ERE%E, E-mail: thx_nsmc@ 126. com level is related to the overall survival of gastric cancer patients.
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COLIA2 is a biomarker related to the prognosis of gastric cancer and is expected to be a target for precise treatment of gastric cancer.
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Plotter

a. Effect of COLIA2 expression in gastric cancer patients on overall survival; b. Effect of COLIA2 expression in diffuse gastric cancer

patients on overall survival; c. Effect of COLIA2 expression in intestinal gastric cancer patients on overall survival; d. Effect of

COLIA2 expression in mixed gastric cancer patients on overall survival.
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