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[ Abstract] Cervical cancer is one of the leading causes of death in developing countries. High risk human papillomavirus
infection is considered to be one of the pathogenic factors. Although the screening and diagnosis methods of cervical cancer
are increasingly perfect, traditional surgery, chemotherapy, and radiotherapy have not achieved satisfactory therapeutic
effects, and the prognosis of patients in advanced stage is poor. Bio-markers commonly found in blood, tissue or other body
fluids as a marker of normal or abnormal pathological state can be detected via genetics, proteomics, cellular or molecular
methods. Currently, some cervical cancer-related markers have been widely recognized and used clinically. In recent years,
studies have found that some long-chain non-coding RNAs and microRNAs have certain value in screening, diagnosis, prog-
nosis, treatment response assessment, and detection of cancer recurrence. A review of relevant research progress is now a-
vailable.
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miR-146V-5p BRI A BT B 20 e 0 ey 25098 40
R, WIS REY], HPVI6 E6 Fl E7 Xf A
F& £ Y BSU 2 ML K 2590 20 B AR Hh miR-146a-5p 11
A 2 R Y c-mye S0, IR E T
miR-146a-5p (1457 48 £, RIS 22 IR A S 2 It P B Tl
2B ( lysine-specific histone demethylase 2B, KDM2B) ,
miR-146a-5p A il ] KDM2B % ik, KDM2B 7£ 5 #i
A8 200 2 AR TR P B S0 S HPV B i 9 1
AR g b B ok ARGk, FT R B B S P, Y
KDM2B 75 2509 2 - {70 8K s ] 410 1 240 JH 385 5
IR . KDM2B LR E B RE A ] c-mye frof% ™)
KDM2B 7& HPV BRI o i3 ik 5 mye 7 579
P s DI 3 Ko mye JEDH R 8q24. 21 (75
FAFAE HPV AHSCHY I A AR Hp AR L, JF HE &8
o AL DRI 7E 42% 195 SR RS I E ) mye
Ak R 2 S0 b HPV B 5 B by 32 5% T Y Jk
R BJEHFFE R HPVI6 E6 Fl E7 il if 2 4
c-mye 3K B IBRAR K bR A B A K Y
KDM2B 3R ik, H i ok XOF 98 miR-146a-5p Fik,
Fr LA FEIN N miR-146a-5p 755 S 40 o 19 35k
I AT BEAE A B SR Y — IS FR A

Pedrozatorres 2515 1+ miRNA PCR 8451 , %}
41 2 Ry B G A S0 Y A EAT miRNA Rk 3573
Mr, Zad 45 A A7 R FE U5 5 L %€ HhA] LA
D232 T 56 FNAR T 6 97 9 3R 1 miRNA e ¢
§HEYEH T 7 4 miRNA; miR-31-3p, miR-3676, miR-



. 152 - BT 5 5167 2019 42 H 58 32 4555 2 #] ] Cancer Control Treat, February 2019, Vol. 32, No. 2
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