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[ Abstract |

agnostic indicators, many patients have been found to have advanced stage, poor prognosis and low five-year survival rate.

Gastric cancer is one of the most common malignant tumors in china. Due to the lack of sensitive and early di-

Gastric cancer is a complex disease caused by many factors such as heredity and the environment. Gene mutation, loss of
tumor suppressor and abnormal regulation of cell growth signal pathway are all related to the development of gastric cancer. In
recent years, numerous studies have shown that abnormal expression of non-coding RNAs (ncRNA) plays an important role
in the development of gastric cancer. MicroRNA (miRNA) and long non-coding (IncRNA) are the most widely studied in
ncRNAs. In this paper, the current research progress of miRNA and IncRNA in gastric cancer are reviewed, which may pro-
vide a theoretical basis for early diagnosis, prognosis monitoring and targeted therapy of gastric cancer.
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