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genes ( DEGs) in gastric cancer (GC) and paracancerous tis-

[BHAEE]  “ YL, E-mail :281969461@ qq. com



. 844 - MR RS 55697 2020 4F 10 H 55 33 45 10 #] J Cancer Control Treat, October 2020, Vol. 33 ,No. 10

sues, and identify these vital genes which participate in the occurrence and progression of GC. Methods: Significant DEGs

in GC and paracancerous tissues were screened in gene expression omnibus ( GEO). Vital DEGs in GC were analyzed, and

related pathways in Kyoto Encyclopedia of Genes and Genomes (KEGG) were investigated. The expression patterns of these

vital DEGs in GC and normal/paracancerous tissues and their correlation with the stage and prognosis of GC were analyzed

based on the Cancer Genome Altlas (TCGA). In addition, vital DEGs were validated in specimens of patents with GC. Re-
sults: 1,353 DEGs were identified in GEO, while 31 of these DEGs were up-regulated significantly in GC. KEGG analysis

implied that 31 DEGs were associated with extracellular matrix receptor interaction, digestion and absorption of proteins.

Based on TCGA analysis, 3 DEGs (COLIAI, COMP and THBS2) involved in these pathways were up-regulated significantly

in GC compared to those in normal/paracancerous tissues; and COLIAI expression was significantly associated with patholog-

ical stage and prognosis of GC. Immunohistochemistry also validated that the expression of COLIAI was associated with the

prognosis of patents with GC. Conclusion; COLIAI is significantly up-regulated in GC, which may play a key role in the oc-

currence, development and prognosis of GC.
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Figure 1. DEGs in Gastric Cancer and Normal/Paracancerous Tissues and DEGs in GSE54129 and GSE79973

A. Volcano plot for DEGs in GSE54129; B. Volcano plot for DEGs in GSE79973; C. Up-regulated DEGs; D. Down-regu-
lated DEGs.

DEGs differentially expressed genes; GC: gastric cancer.
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Figure 3. Expression of COL1A1, COMP and THBSZ2 in GC and Paracancerous Tissues and Their Relationship with Stage
and Prognosis of GC

A. Expression of COLIAI in GC and paracancerous tissues; B. Expression of COMP in GC and paracancerous tissues; C. Expression
of THBS2 in GC and paracancerous tissues; D. Relationship between COLIAI expression and stage of GC; E. Relationship between
COMP expression and stage of GC; F. Relationship between THBS2 expression and stage of GC; G. Relationship between COLIAI ex-
pression and prognosis of GC; H. Relationship between COMP expression and prognosis of GC; 1. Relationship between THBS2 ex-
pression and prognosis of GC.

Abbreviations as indicated in Figure 1.
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Figure 4. COL1A1 Expression and Its Correlation with Prognosis of GC

A. COLIAI expression in GC tissues; B. COLIAI expression in paracancerous tissues; C. Analysis of positively expressed COLIAI in

GC and paracancerous tissues; D. Relationship between COLIAI expression and stage of GC; E. Relationship between COLIAI ex-

pression and prognosis of GC.

Abbreviations as indicated in Figure 1.
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